«r«,rs corrected by the STIC ^n»^B«»^^_^^^^^4^ 

I — I Changed a file from non-/\SCII to ASCII 



□ 

in 



mputted by the 



□ Edited^eCurrentApplicationOatase^^^^^^^ 

^ applicant was □ the prior appl.caton data, or □ other ^ 

n Added the mandatory heading and subheadings for "Current Application Data". 

. o c" r,M The aoDlicant spelled out a number instead of using an integer, 

rn Edited the "Number of Sequences field. The appiicani 



,„.e.edorco.ec.e.anu*.n™b.a..heendo.anuc,e,c«n^JE^O^^ 



inserted colons after headings/subheadings. Headings edrtedirKlude^ 



Deleted extra, invalid, headings usedbyanappli^^ ^ 

^ . ■ • fiiAct- rn secretary initials/filename at end of file; 

T2 ^^^JZ^S^n^rX^.^^-^ ■ 



Q Inserted mandatory headings, specifically: 

^ Corrected an obvious error in the response, specifically: 



□ Ed«ed id^tifiers where upper case Is used but lower case is required, or vice versa. 

□ oonectedanerrarintheNumberoiSequence^ 

n A -Hard Page BreaK" code was inserted by .he applies.. All occurrences had to be deleted. 

□ Oe.etede™<,n. stop codon ,n amino ac.s.uen^sand^^ 
^ due to a Patentm bug). Sequences corrected. 

I I Other: ^ • 



Action. DO NOT send a copy of this torm. 



OIPE 



PAGE: 1 



DATE: 02/20/98 
TIME: 12:15:37 



INPUT SET: S23619.raw 



I This Raw Usting contains the General 
Information Section and np to the first 5 pages. 



SEQUENCE LISTING 



General Information: 



(i) applicant: Anand, Naveen N 
^ ' Barber, Brian H 

Gates, George A 
Cater ini, Judith E 
Klein, Michel H 



Does Not Comply 
Corrected Diskette Needed 



(iii) NUMBER OF SEQUENCES: 20 



liv) CORRESPONDENCE ADDRESS: 

(C) CITY: Toronto 

(D) STATE: Ontario 

(E) COUNTRY: Canada 

(F) ZIP: MSG 1R7 

(V) COMPUTER READABLE FORM: 

^ ' (A) MEDIUM TYPE: Floppy ^^f 

R COMPUTER: IBM PC compatible 

'c =^f™-/=;reref n . version .1.30 

(D) SOFTWARE: Patentin Release ffi.u, 

(Vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

\V) FILING DATE: 07-JUN-I995 

,4C4_n.Asr;TFTri\TTnN i — 

(viii) ATTORNEY/AGENT INFORMATION: 
^^''^^ (A) NAME: Stewart, Michael I 

R RPGISTRATION NUMBER: 24,973 
\V) rSeIenS/DOCKET number: 1038-765 



X) TELECOMMUNICATION INFORMATION: 
TELEPHONE: (416) 595-1155 



PAGE: 2 



49 
50 



DATE: 02/20/98 
TIME: 12:15:40 



INPUT SET: S23619.raw 



53 
54 
55 
56 
57 
58 
59 
60 
61 
62 
63 
64 
65 
66 
67 
68 
69 
70 
71 
72 
73 



79 
80 



(B) TELEFAX: (416) 595-1163 

(2) INFORMATION FOR SEQ ID N0:1: 

(i) SEQUENCE characteristics: 

(A) LENGTH: 387 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



82 
83 



(Ki) SEQUENCE description: SEQ ID N0:1: 

„_ ^oc.o. .ccc™. ™™ —CO 

C ooo.c^o 

c„= — — — 

3«C..™ C«™ — 

1^.0. = — ™c.. . 

„c — . c„ — 

GGTGCTGGGA CCAAGCTGGA GCTGAAA 
(2) information for SEQ ID NO: 2: 

(i^ SEQUENCE CHARACTERISTICS: 

^ ' (A) LENGTH: 129 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



60 
120 
180 
240 
300 
360 



86 
87 



89 
90 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 



L P.0 01, T.. cv= .s. x.e .in Met ... 0X„ S.. «o Se. 
... .Xa 1 .e. CI, =ln val S„ T.. =vs 



, wor.,wiwT-n DATE: 02/20/98 

INPVTSET: S23619.raw 



III =1„ Xle se. Oly .eu Th. T.p ..u al„ Cln ... Pro .SP 

102 50 

T.. Xle .eu V,l .y. .1. -a Se. XK. .e. .sp Se. .1, Val 

1 .he S„ 01, se. S.. 01, Ser .sp Se. .eu 

108 

lie se. se. ..u olu =er 01. .sp Ph. «a .sp Ty. ... cys Leu oln 
100 

Th. .s„ .y. pro ..u Th. Pho 01, .la 01, Th. .,s .eu olu .a. 



113 Tyr Tnr Asn .y. 

114 
115 

116 Lys 

117 
118 

^20 (2) INFORMATION FOR SEQ ID NO: 3: 

loo (i) SEQUENCE CHARACTERISTICS: 

122 ( LENGTH: 420 base pairs 

(B) TYPE: nucleic acxd 
STRANDEDNESS: single 
5^26 (D) TOPOLOGY: linear 

127 
128 
129 
130 

^32 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 



^22 (XI) acyuci-v-.-. — 

III „30C.=TCC .00..CT0.T CCTCTCOCTO OCTCC..TTC C«OC.0TO0 TO.CC.O.CC 

III C.0O.OC.0C .0«0O.0.C .OO.CCTOOO C.O0.00COC CO.CC.0.0 CCTO.CC..C 

[II .0T.0C.C.0 TCTCTOOOTT TTCATT^OC .OCT.TOO.O ..C.CTOOO. TCOCC.OCC. 

cc«o«.oo 0.0.00.0.0 oc.ooo.o« .«.ooocTO o.00..o=« «.xt™.. 

\\l .0000.0.=. .0.00.0.0. 0.OC..O.O0 ».o.c«o. .0..0.000. .0T...0... 

\\l .^..0.00. 0.C.00.«C .0..0.0.C. OC0.TO..0. .0.0.000.0 .000...00. 

\\l 3.0..00.00 .0...0C... 00.0..0.00 OO.C..OO» 00.0.0.0.0 0000.00.0. 



147 
148 
149 
150 
151 
152 



(2) INFORMATION FOR SEQ ID NO: 4: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 140 amino acids 



60 
120 
180 
240 
300 
360 
420 



INPUT SET: S23619.mw 

,53 (B) TYPE; amino acid 

. (C) STRANDEDNESS : single 

j^55 (D) TOPOLOGY: linear 

156 
157 
158 
159 

III (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Met Ma Leu Leu Val Leu Phe Leu Ser Leu Ala Ala Phe Pro Ser Cys 

liy val Leu Ser Cln Val Oln Leu Lys Clu Ser Cly Pro Oly Leu Val 

50 



167 
168 
169 
170 
171 
172 

173 50 
174 
175 

176 65 
177 
178 
179 
180 
181 
182 



.la «o ser oln S.r Lau ser lie Thr Cys Thr v.l Se. Oly Phe ser 
35 

Leu Thr ser Tyr Gly Val His Trp Val «g Oln Pro Pro Oly Lys flly 
Leu Glu Trp Leu oly Val He Trp Ala Oly oly Ser He As„ Tyr Ae„ 

Ter Ala Leu Met ser Arg Leu Ser He ser Lye Asp A.„ Phe Lys Ser 

85 

Oln val Phe Leu Lys «et Ser Ser Leu 01„ Thr Asp Asp Thr Ala «et 

100 

,T .Ta Glv ASP Tyr Val His Tyr Ala Met Asp 

184 Tyr Tyr Cys Ala Arg Ala Tyr Gxy Asp y 

185 

^87 Tyr Trp Gly Gin Gly Thr Ser Val Thr Ala Ser Ser 

188 130 135 

III (2) INFORMATION FOR SEQ ID NO: 5: 

192 (i) SEQUENCE CHARACTERISTICS: 

^93 (A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
,g5 (C) STRANDEDNESS: single 

^gg (D) TOPOLOGY: linear 

197 
198 
199 
200 

III (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

III Gly pro Lys Glu Pro Phe Arg Asp Tyr Val Asp Arg Phe Tyr Lys Asn 

205 1 5 



INPUT SET: S23619.raw 



IT. Lys «g .ys »g He His He oly Pro oly «g Ph. Tyr Thr Thr 

208 
209 

210 Lys Asn 

211 

213 (2) INFORMATION FOR SEQ ID NO: 6: 

l\t li) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 base pairs 

217 
218 



20 



(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 



(D) TOPOLOGY: linear 



220 
221 
222 
223 
224 
225 
226 
227 
228 
229 
230 
231 
232 
233 
234 
235 



(Xi) SEQUENCE DESCRIPTION: SEQ ID N0:6: 
CGTCCTAAAG AACCTTTTAC AGACTATGTT GATAGGTTTT ATAAGAATAA GAGGAAGAGG 
ATACATATAG GGCCTGGTAG GGCTTTTTAT ACTACTAAGA ATTAATAA ^08 
(2) INFORMATION FOR SEQ ID NO: 7: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
237 (D) TOPOLOGY: linear 



238 
239 
240 
241 
242 
243 
244 
245 
246 
247 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
CATTATGGAT CCGGTCCTAA AGAACCTTTT AGAGACTATG TTGATAGGTT TTATAAGAAT 



248 (2) INFORMATION FOR SEQ ID NO: 8: 



249 
250 
251 
252 
253 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 



(D) TOPOLOGY: linear 



255 
256 
257 
258 



SEQUENCE VERIFICATION REPORT 

PATENT APPLICATION US/09/007,093 



DATE: 02/20/98 
TIME: 12:15:55 



INPUT SET: S23619.raw 



35 
36 



Unknown or Misplaced Identifier 
Wrong application Serial Number 



Original Text 

(vii) PRIOR APLICATION DATA: 

(A) APPLICATION NUMBER: US 08/483,576 



